RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: / T^) / Co (p. ^ 

Source: V ^rn.A) P) ' 

Date Processed by STIC: ^ O— \~S -IQ*^^ 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.2 PROGRAM . ACCESSIBLE THROUGH THE Li-S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS 
h(tp://ww\v.uspto.govAvcb/ofrices/pac/checker/chkrnotc.htm 



Applicants submitting gcnctjc sequence information electronically on diskette or CD-Rom should be aware thai there is 

a possibility that the disk/CD-Rom may have been afTectcd by treatment given to all incoming mail 

Please consider using alternate methods of submission for the disk7CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<IUtn:/Avw\v.iispto.gov/cbc/cfs/do\vnlonds/documcnts.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 06/05/04): 

U.S. Patent and Trademark Office, 220 2 0 th Street S., Customer Window, Mail Slop Sequence, Crystal Plaza Two Lobby 
Room 1B03, Arlington, VA 22202 ' ~ 




Revised 05/17/04 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/696 , 488 



DATE: 10/13/2004 
TIME: 10:12:28 



Input Set : A:\sequence listing-l-02.txt 
Output Set: N:\CRF4\10132004\J696488.raw 

4 <110> APPLICANT: Cuenoud, Bernard 

5 Altmann, Karl -Heinz 

6 Martin, Pierre 

7 Moser, Heinz Ernst 

9 <120> TITLE OF INVENTION: 2 ' -Substituted Nucleosides and Oligonucleotide Derivatives 
11 <130> FILE REFERENCE: 4-20890B/C1 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/10/696,488 
C--> 14 <141> CURRENT FILING DATE: 2003-10-29 

16 <150> PRIOR APPLICATION NUMBER: 09/194,844 

17 <151> PRIOR FILING DATE: 1999-05-14 

19 <150> PRIOR APPLICATION NUMBER: PCT/EP97/02 73 8 

20 <151> PRIOR FILING DATE: 1998-05-27 

22 <150> PRIOR APPLICATION NUMBER: Switzerland 1432/96 

23 <151> PRIOR FILING DATE: 1996-06-06 



ERRORED 

25 
26 



<210> 
<211> 



c 



E- 

w- ■ 



w--> 
w--> 



w--> 

E--> 



please \r^s>Q^r 

SEQUE NCES . . A 

SEQ ID NO: 1 ^ ^ \^ ' 
LENGTH: 2 0 ^ 

27 <212>l TYPE: RNA 

28 <21 3>\ ORGANISM: H o mo sapie ns 
0 fcl60> NUMBER OF SECT ID NOS £ 

29 <400> SEQUENCE: 1 
3 0 aaugcauguc acaggcggga 2 0 

173 <210> SEQ ID NO: 14 

174 <211> LENGTH: 13 

175 <212> TYPE: DNA^ 

176 <213> ORGANISM {^Artificial Sequence 

177 <220> FEATURE: — — ~ p 

178 <221> NAME /KEY: 2 1 -substituted sugar 

179 <222> LOCATION: 4, 6, 12 

180 <223> OTHER INFORMATION : ^Locations ±, 6_^ 12)= 2 ' -substituted sugar 

181 <400> SEQUENCE: 14 




aar ^ 




182(j)aggtgtccgc ate 13 



41 



1 



^ \ ; d, 



?$Jj> £jC\ 



■3- C>*C?! 
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<210> 22 
<211> 20 

<212> DNA _^<C / 

<213> Artificial Sequepce J^? 
<22 0> ^ 

<221> phosphorothioate backbone 
<222> 1-20 

<221> 2 1 -substituted sugar 
<222> 1-b and 15-19 

<223> Locations 1-20 = phosphorothioate backbone 

Locations 1-5 and 15-19 - 2 ' -substituted sugar 
<400> 22 

tcccgcctgt gaeatgeatt 20 
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VERIFICATION SUMMARY DATE: 10/13/2 004 

PATENT APPLICATION: US/10/696,488 TIME: 10:12:29 

Input Set : A:\sequence listing-l-02.txt 
Output Set: N:\CRF4\10132004\J696488.raw 

L:13 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:14 M:271 C: Current Filing Date differs, Replaced Current Filing D6te 
L:0 M:282^E: Numeric Field Identifier Missing, <160> is required.//^ 
L:29 M:283 W: Missing Blank Line separator, <400> field identifier 
L:36 M:283 W: Missing Blank Line separator, <220> field identifier 
L:37 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:2 
L:40 M:283 W: Missing Blank Line separator, <400> field identifier 
L:47 M:283 W: Missing Blank Line separator, <220> field identifier 
L:48 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:3 
L:51 M:283 W: Missing Blank Line separator, <400> field identifier 
L:58 M:283 W: Missing Blank Line separator, <220> field identifier 
L:59 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:4 
L:62 M:283 W: Missing Blank Line separator, <400> field identifier 
L:69 M:283 W: Missing Blank Line separator, <220> field identifier 
L:70 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
L:73 M:283 W: Missing Blank Line separator, <400> field identifier 
L:80 M:283 W: Missing Blank Line separator, <220> field identifier 
L:81 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 6 
L:84 M:283 W: Missing Blank Line separator, <400> field identifier 
L:91 M:283 W: Missing Blank Line separator, <220> field identifier 
L:92 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 7 
L:94 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:7 
L:98 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID# : 7 
L:98 M:283 W: Missing Blank Line separator, <400> field identifier 
L:105 M:283 W: Missing Blank Line separator, <220> field identifier 
L:106 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:8 
L:108 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 8 
L:112 M:258 W: Mandatory Feature missing, <22 0> Tag not found for SEQ ID#:8 
L:112 M:283 W: Missing Blank Line separator, <400> field identifier 
L:119 M:283 W: Missing Blank Line separator, <220> field identifier 
L:120 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:9 
L:122 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 9 
L:126 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:9 
L:126 M:283 W: Missing Blank Line separator, <400> field identifier 
L:133 M:283 W: Missing Blank Line separator, <220> field identifier 
L:134 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key 
L:137 M:283 W: Missing Blank Line separator, <400> field identifier 
L:144 M:283 W: Missing Blank Line separator, <220> field identifier 
L:145 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key 
L:148 M:283 W: Missing Blank Line separator, <400> field identifier 
L:155 M:283 W: Missing Blank Line separator, <220> field identifier 
L:156 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key 
L:159 M:283 W: Missing Blank Line separator, <400> field identifier 
L:166 M:283 W: Missing Blank Line separator, <220> field identifier 
L:167 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key 
L:170 M:283 W: Missing Blank Line separator, <400> field identifier 
L:177 M:283 W: Missing Blank Line separator, <220> field identifier 
L:178 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key 



for SEQ ID#:10 
for SEQ ID#:11 
for SEQ ID#:12 
for SEQ ID#:13 
for SEQ ID#:14 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/696 , 488 



DATE: 10/13/2004 
TIME: 10:12:29 



Input Set : A:\sequence listing-l-02.txt 
Output Set: N:\CRF4\10132004\J696488.raw 



L:181 M:283 W: Missing Blank Line separator, <400> field identifier 

L:182 M : 320 E : (1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS:1 

L:188 M:283Tff Missing Blank Line separator, <220> field identifier 

L:189 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:15 

L:192 M:283 W: Missing Blank Line separator, <400> field identifier 

L:199 M:283 W: Missing Blank Line separator, <220> field identifier 

L:200 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:16 

L:203 M:283 W: Missing Blank Line separator, <400> field identifier 

L:210 M:283 W: Missing Blank Line separator, <220> field identifier 

L:211 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:17 

L:214 M:283 W: Missing Blank Line separator, <400> field identifier 

L:221 M:283 W: Missing Blank Line separator, <220> field identifier 

L:222 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:18 

L:224 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:18 

L:228 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:18 

L:228 M:283 W: Missing Blank Line separator, <400> field identifier 

L:235 M:283 W: Missing Blank Line separator, <220> field identifier 

L:236 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:19 
L:238 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:19 
L:242 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:19 
L:242 M:283 W: Missing Blank Line separator, <400> field identifier 
L:249 M:283 W: Missing Blank Line separator, <220> field identifier 

L:250 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:20 

L:252 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:20 

L:256 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:20 

L:256 M:283 W: Missing Blank Line separator, <400> field identifier 

L:263 M:283 W: Missing Blank Line separator, <220> field identifier 

L:264 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:21 

L:266 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:21 

L:270 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:21 

L:270 M:283 W: Missing Blank Line separator, <400> field identifier 

L:276 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:22 

L:277 M:283 W: Missing Blank Line separator, <220> field identifier 

L:278 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:22 
L:280 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:22 
L:284 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:22 
L:284 M:283 W: Missing Blank Line separator, <400> field identifier 

L:0 M:203 E: No. of Seq . differs, <160> Number Of Sequences : Input (0) Counted (22)* 
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